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1) MR 31T 2 I 7 2 mRNA O RZ AL ik

T SN R BT T D Meid & /87 BX, Kl AR IZiZ~T v n~F 2 K bk
GO & =% Y — A2 K 5 mRNA D53 fFEREIZ X 0 BLRIHE STV D Z ERH LN E
NTWDEMN, EEZOHIEREIC OV T RSB L, ZOMEZHOMNTT 572012,
Meid PAHIIE Y CHRELT 2 IR RS A B Z 2 IS Lz, TOERZMET 8B 1%
B L7z, 20550 1 DFRKEBLETFTHY, A7 T4 JICEAGT 28T THDHI &,
EHIT, ZOX T EIIERNIZREL TS &0 PR EZS-, UL, meid Bis
FIUFA v Fa U BNIFELRWED, ED X 91T neid Bl OFBINFIE SN TWD R T
Bb, BUE, TR AT T4 0 7 %kI LTe o RGIEERE N FAET 20 8o A il L & &
BAIIENT L. AT T A Y — DA S REIE (SMD) R IZ 1 0 SR S LT D & & 2T ClF
Fea AT o TN AD,

2) WiE sy ZLRED DNA & B il

& A ETNTOEREMITIBNT, BHEGREFOD DNA GRS ED X 9 IZHE STV 53R
HTH 5, IS OEITICHEER non—coding RNA 2 21— R4 % sme2 &1 DN 240 D
DNA BRI b LEETH D &V ) TR R R A 13T, FOMFI D HE CTH LB L L & IR
Mriiz, ZOfEHR., BmEEMAL X /X7 & non—coding RNA D X — 4 > NMIZ/p->TW\Wb &
W) RER AT,

3) WY ZUTEIT D DNA B L s R 2 M O — By A 28 5 F = v 7 R A b
WE S FITIBNT DNA AEAET 2 EE-T = v 7R A MM & Bis MR HE
S, BREESHORGEZREST 5, WO HE TH 5 ILHEE LRSI 1 D28 B2 /EARK
L. ZOZBEEZHNTHEI L BE B OREOEEICNETH I N ET LTI 2 A,
ZOEREKRIITF = 7 RA U SB06T, BB NHG L, T720bb, ZOIER
FNTF 2y IJRA L MIRETHY, ZOERFENNTF =y 7 RA 2 MIEETHD Z LR
STz, £7-. MG HE Th DG L O E R TIER S =2 B8k % v, DNA B
EFE WG HOBEEI IV ETH LA P Ch 5, ILHELE Z OO HONEEE
O Tim L a2¥FK L= (Yamada et al),

FRARDFERICTE L TiE, 2018 FFICER R M D LOEFREZIT> TS FPETH D

(FE30)
There are three main projects in my grant.
1) We have isolated two mutants that express mei4* during the mitotic cycle. By functional
complementation, we have identified the genes responsible for these mutations. One
encodes a splicing factor and the other does a negative regulator of meiosis. We are now
analyzing how these genes are involved in the expression of mei4*.
2) We have shown that meiRNA which is a non-coding RNA is required for pre-meiotic S
phase in the absence of the pheromone signal. We show that meiRNA regulates the
expression of the activator of the transcription factor.
3) DNA replication checkpoint during meiosis
We have been analyzing the possible candidates of the DNA replication checkpoint factors
during meiosis. We found that a transcription factor is responsible for this checkpoint.
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Yamada S, Kugou K, Ding DQ, Fujita Y, Hiraoka Y, H. Murakami, Ohta K, Yamada T.
The histone variant H2A.Z promotes initiation of meiotic recombination in fission yeast.
Nucleic Acids Res. 2018 Jan 25;46(2):609-620. doi: 10.1093/nar/gkx1110. ##Hid v

Hokuto Ohtsuka, Masahiro Takinami, Takafumi Shimasaki, Takahide Hibi, Hiroshi
Murakami, and Hirofumi Aiba

Sulfur restriction extends fission yeast chronological lifespan through Ecll family genes
by downregulation of ribosome| Mol Microbiol. 2017 Apr 7. doi: 10.1111/mmi.13686. &t

Yamada S, Okamura M, Oda A, Hiroshi Murakami Ohta K, Yamada T.

Correlation of Meiotic DSB Formation and Transcription Initiation Around Fission Yeast
Recombination Hotspots.

Genetics. 2017 Apr 10. pii: genetics.116.197954. doi: 10.1534/genetics.116.197954. £ 7t ¥

(A3 EEREA, BFEH, 224, B, BREER)

Yuuki Akiya, Atsushi Ogihara, Hirofumi Aiba and Hiroshi Murakami
Regulation of mer4* expression during mitotic cell cycle in fission yeast
9th International Fission yeast meeting, Banff, Canada, May, 2017
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