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(3232) Tubulin homeostasis, which maintains appropriate intracellular o- and B-tubulin levels, is
critical for all eukaryotes. In this study, we tried various approaches to obtain insight into this problem,
using Chlamydomonas, with only two copies of each a- and B-tubulin gene. In tubulin-gene disruptants,
where the copy number of a- and B-tubulin genes are different, we found that the basal levels of total
o and B mRNAs are nearly equal. The above findings suggest that Chlamydomonas has a dosage
compensation mechanism for tubulin genes. Furthermore, we knocked out CrTTC5, a TTC5 homolog
known to repress tubulin translation in mammals, using the CRISPR/Cas9 technique. In CrTTC5-KO
strains, re-flagellation activity was relatively higher than wild-type, suggesting CrTTC5's role in

controlling appropriate tubulin levels in flagellar assembly.




